Aim 1: Capture and
collect samples from
Rhinolophus spp. bats

Aim 3: Fit mechanistic
transmission models
to age-
prevalence/age-
seroprevalence data
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Aim 2a: NGS-FLASH for
simultaneous detection &
sequencing of henipa/filo/

coronavirus infection.

Aim 2b: Luminex °
serology to identify —
past henipa/filo/ { a2 |
coronavirus exposure. A o




